Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.065; wR factor = 0.194; data-to-parameter ratio = 16.2.
In the title compound, C 20 H 31 Cl 2 N 2 O 6 PSi, the dioxaphosphorinane ring adopts a cis conformation. The silatrane fragment forms a cage-like structure in which there exists an intramolecular Si-N donor-acceptor bond. In the crystal, centrosymmetrically related molecules are linked by pairs of N-HÁ Á ÁO hydrogen bonds into inversion dimers, generating rings with graph-set motif R 2 2 (8). The dimers are further connected into ribbons parallel to the a axis by intermolecular C-HÁ Á ÁO hydrogen bonds.
Related literature
For the biological activity of 1,3,2-dioxaphosphorinane compounds, see: Shi et al. (2006) ; Sun et al. (2006) and ofaminopropylsilatrane, see: Puri et al. (2011) . For the synthesis of the title compound, see: Wan et al. (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. Sun et al., 2006) . γ-Aminopropylsilatrane has been found to have good biological activity (Puri et al., 2011) . In view of this and as a continuation of our research on the stereochemistry and biological properties of this class of compounds, we investigates 1,3,2-dioxaphosphinane derivatives containing γ-aminopropyl silatrane, including the title compound, (I), whose crystal structure is reported herein.
The crystal structure of (I) (Fig. 1 ) reveals that the cyclic dioxaphosphorinane ring in the molecule adopts a thermodynamically stable cis conformation, while the silatrane fragment forms a cage-like structure in which there exists an intramolecular Si←N donor-acceptor bond (Si1-N2 = 2.148 (4) Å), which is remarkably longer than an usual Si-N single bond (1.7-1.8 Å). In the crystal structure, molecules are linked by pairs of complementary N-H···O hydrogen bonds into centrosymmetric dimers, forming rings of graph-set motif R 2 2 (8) (Table 1; Fig. 2 ). The dimers are further linked into ribbon parallel to the a axis by intermolecular C-H···O hydrogen bonds.
The title compound was prepared according to the procedure of Wan et al. (2005) . 
Refinement
All H atoms were positioned geometrically and constrained to ride on their parent atoms, with C-H = 0.93-0.98 Å, N-H = 0.86Å, and with U iso (H) = 1.2U eq (C, N) or 1.5U eq (C) for methyl H atoms.
Figures Fig. 1 . The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. H atoms are represented by circles of arbitrary size. 
